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Expression patterns of JcOlel4.3 and JcOlel16.6 in different
developmental stages of Jatropha curcas seeds

YU Jin-De, XIONG Hong, SONG Jian, CHEN Hai-Tao, LIU Xiao-Zhu, DING Yong"®

(' College of Life Sciences, Southwest Forestry University, Kunming 650224, China )

Abstract; The oleosin gene is very important to the formation of oil body in seeds, present study analyzed the expression
patterns of oleosin genes JcOlel4.3 and JcOlel6.6 in different development stages of Jatropha curcas seeds by quantity
RT-PCR, and the results showed that the expression levels of JcOlel4.3 and JcOlel16.6 were increased gradually at the
early development stage (10-30 d) of seeds, but the levels were low. However, on the 40th day after pollinated, the ex-
pression levels of these two genes increased dramatically and arrived the highest, and the levels were reduced at the late
development stage (50-55 d) of seeds. The results could be presumed that the expression levels of JcOlel4.3 and
JcOle16.6 may have the positively correlation with the lipid accumulation in the seeds.
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RIS ( Jatropha curcas) N K F}F ( Euphobi-
aceae ) BRI & ( Jatropha ) Z4F- A= ¥ i HE AR 5l /N
AR (XNEFEE,2005) , FE AT TH 5 FE R
W R EE AFE M ( Choodhury , 2001) , 76 3% [ 7= F 1
KV G DU BN B A a0 R 5
(SKBAAESE,2005) o JBRIKUR AR 00 I & R AR w5, OF
FELIM AR RIE XA A7 T F0 7 b, KSR s ik
40% ~60% ( T4 %,2007) , /& H i fie B S 4= 4
SEIM R ¥ ,2005; Wu et al,2009) .

TSR B 0 A= Wy s =z — ) IZ A7 T
TAEMI IR |25 0 FEFNFR b (H S DR
FERAFAE T Fh 7 ( Huang, 1992, 1996) , 3f- 1] Ay Fifs
TR A A4 Y AR K B B BB A A5 ( Wanner et
al , 1981) , A pr PR IDT WA BRI 1 BT AL
NN o = 1 N B M S B B R B R T
PENEINT , SN2 M BB NS 503 7 J2 S B T H
PRGS & 8 FUITAL B, T I A 255 2R P A4 il BT 2
(oleosin) JHA&ES 55 11 ( caleosin ) | T4 [& B2 4K 11-A
( steroleosin-A ) F i 44 [ i 25 11-B ( steroleosin-B)
(Tzen et al, 1990,1997; T 545 2012) , H: oleosin
RAAPOR I, S R FE, & 90% i, WHFEER
WY AR Ry de FEZE IR AR OCEE |, oleosin F] REXHHAA
FRIIE B RS Kt i A 55 0o 72 X e 2 B AR W)
2#VEF (Tzen & Huang,1992; Chen et al, 1999 ; Milli-
chip et al , 1996; Naested et al,2000) ., # £ H i,
oleosin F& K & MK KA . 22 K ( Sesamum indicum )
(Chen et al, 1999; Lin et al,2002) . i1 3¢ ( Brassica
campestris ) (Murphy et al, 1989 ; Keddie et al,1992;
BA 4% ,2008,2010) . /K A& ( Oryza sativa) ( Frandsen et
al,1996) 4L R IF ( Arabidopsis thaliana) ( Naested et
al ,2000) SFHLY) T 0 B FERE . Wu et al (1999) #F 5T
KIR, oleosin FE K DL B2 1 FE R Z5TE X AFAE
HAPERE A A K BE—Fl oleosin F& A | 7E 8 T
FEHI AT AN AS R oleosin 25 (A SF A4, O HLAF 78
TR A I (Tzen et al,1998) , T 7ERRPR o, 4
W E T0 B T P oleosin JE A JeOlel4.3 ( Gen-
Bank : JX073623) I JcOle16.6 ( GenBank : JX073622)
(R {55, 20165 AE 2% 4%, 2016 ) , & W R KCH
oleosin & [K 7R DL 3L (R G805 I TE =UAF L, 7% SCHE I 3
fitlh b0 X A JE R T T IR AT

IMRTEAE Y Fh 5 P IF A6 T IS, oleosin JE A

Wi B2 3% R 1 o SO 1, 3K T SR R P AR T
TR, B far R ) R0 As (B A7 BELSONE , DA
MAERE T VARGS9 S 2 M ( Tzen & Huang,1992)
Murphy et al(1989) BIFFEZM =M 178 % 7 1)
(AEJGTHT 6 Ji) , oleosin ) mRNA 35 & AKX, Mi7E
PSR 6 ~ 12 J&, B 44 i R B 8 0 5 Fe s i
mRNA Fik g i m I 4E R e 5 K, [RIRERY
RN IEZ AT I R B LR, oleosin FE K IR
ALY 25852 (Lin et al,2002) o SRT , BRI
Pl A B i A S ok IR, ok B ad AR
oleosin FE£[H JeOle14.3 I JcOle16.6 [ R4 i A
DL o 32 SCHUM IR B (14K 6] & & I 3 A
5% JeOle14.3 Fl JeOle16.6 K& [H i 3¢ A AR =X, | 3 1 1)
HH oleosin F& P 7E BRI Al b (1) ek 45 M BRI
BHMRTE BALEE L)L B oleosin 2K 11 (4 VR AT 5% #2 1t
BRI SER, [ A R A JRRIRUR 2R 4 A 400 28 0 1) A 7=
PR T S e T S

1 #8577 &

1.1 &}

IR B TR F T 2= B 48 P SRR A AT A )
WFFERT . L6 RRIKURS A6 7 R FF IO 2 B i 46 0 F: 1k 47
B4R Y BELE T AT N TR, Bk Y Rid ok
KT 0 d, B8 EXARE LT BB (10,20,30,
40 .50 F1 55 d) ByFhF2E 17 BURE . B HC 9 BRAF R, I
DLRE 3 ARAE PR AR IR G | MRS, 3 IREH,
AR E W BB 75 BARR AR5 A
BTG IRAE T80 CARIRIKAE A .

1.2 77k

1.2.1 # 3 RNA $93R BB R 4t % Fh FAEN B RNA
PRSI T B4 (2012) W7 %647, cDNA A K
#% 8 RevertAidTM First Strand ¢cDNA Synthesis Kit
& VLA B

1.2.2 AR FE 5 FIHZOEE R PCR XTI
PP A E R BB JcOle14.3 F1 JeOle16.6 F A
IR0, B FEN 3 IRE R, e R
PCR & SYBR Green master mix ( Fermentas ) ¥ 3F
174 JeOlel14.3 5181 JeOle14.3-qF (5'-GGATCTCT-
TCTAGTTCTCT-3") , JcOlel4. 3-qR ( 5'-TGAATAT-
GACCAGCAATG-3") ; JcOle16.6 511 A JcOle16.6-qF
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( 5'-AGCCACACGTTCAAG-3") , JcOlel6. 6-qR ( 5'-
TCTGAGCTGATGGACCTT-3") ; N = 2k A 185 ( Gen-
Bank: AY823528.1) 5|#)°4 18S-qF (5'-ACATAGTA-
AGGATTGACAGA-3") , 185-qR ( 5'-TAACGGAATTA-
ACCAGACA- 3"), PCR W FEJFH 95 °C fift 5k 15
s,60 °C[FHE PR 30 5,40 NMIGER, FERAHXT 2
AT TR 2708 9k,

2 ERH4M

2.1 JcOle14.3 EERIFENX 57
PIBRICR Fh 7% 45 10 FoAE R0 IR SRS
JeOle14.3 FERTERN T AR K& B B B i AR A 3k i
AT TR & PCR i dr, &5 R B axn (K 1),
JeOle14.3 SERTERAF T R B i B h ¥4 ik 1
T EBERIW(10~30 d) , £k EH BT
P B FRREAR, WTER T 40 d B, JeOle14.3 Feik &
LRI IR B e, BT E 10 d /19 90 245,
e R BJE(50~55 d) KBTI TR,

120 4
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Fig. 1 Expression level of JcOle14.3 in different

developmental stages of seeds

2.2 JcOle16.6 B ERIFEX 5

PATRIRE 1 J7 3 % BRI JeOle16.6 K& BRI AE R+
AR B B B RS T T, B2 4551 8
7R, Je0le16.6 FikTEM S JeOle14.3 FAL, TEFI T K
B 40 d 1, JcO0le16.6 Rk BT, B R 5 40
d Rxmr 2 REmtis 8 E, AMFLAE 10d 1
110 245, WA H 40 d JaFk BRI A R %,

37 %
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X g
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Fig. 2 Expression level of JcOlel6.6 in different

developmental stages of seeds

3 itk

SRR it - 2 S LV T 19 AR W Sl (s,
2005; Wu et al,2009) , 1M F 7 H A4 I A2 T & A= 9
LM AT, BOM R BIE R B S B2, AT AR
T REBILFET, oleosin FE[H JcOlel14.3 1 JcOlel6.6
PR IR ORI AA ()T 1 B R /N 3] o 22
Ve, ABFFERT, JeOle14.3 Fl JcOle16.6 TEFPT- %
B BB R IR ST S S B AR W
(10~30 d) , A5 A ) R 3k 1 4 81, 1T 58 40 K
Fah A H I I IF IR B i, 40 d S AR R
IR SGBETREAR, A ZE 40 BRI T e B
WM AL i 80 5 JeOle14.3 Fl JeOle16.6
R EAR BN, B R A BB, AFE40d
B, - rb 4 3 R K BT A5 DL i de e, A
LR sk L 2RI B f ik B R K, 40 d
b B 5 1 T A K 2 AR, 8 =R
Bt BRI, SCERZS4E (2014) BIBFSE 2, 76 RRIKUR
RS RF R 5ihAE A BUH G Y IS A 25
HHEAREE (JACBP) W) F b bR IMET F 5 BEAR
ks IR R B Rk B IR A WA TR,
MAHISFE JeOle14.3 F1 JeOlel16.6 Fe K i) 2 ik fEFh T
EBEEMEAHEMN TR, &R LA
[7i] % i DL T 2 FR T IR OB 19 A4 58 B L o = ol 2
WIFEAEZE S TS, SO 25 45 (2014) 230 A RER
Hz=m W, JeACBP [N FRIXEFF K F 50 d Bk
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Bl e e, AR A SE 50 A4 LR H 2= B 78 DR 4 4
%*E%Effﬁﬁﬁ, FhF % & 40 d B JeOlel4. 3 Fil
JeOle16.6 Ff Ik B 5 KAH, BLAL, = T2 R b 1Y
oleosin & K78 1 W05 W0 AR 455 260 1 1) 2 38 7K S
(Murphy et al,1989; Lin et al,2002) ,3X A GJ&H T
AN [FE R I RE AR 245 O[], DU oleosin 2 A (1Y
FIRBEA A T 22

VIR GE 22 B, BRI JeACBP 3k IR 1) 32 55
55 AE ARl B I A — B SCHR 2FAE, 2014)
AW L5 B B IR JeOle14.3 F1 JeOle16.6 )75
K5 JACBP #) K5 7R JeOle14.3 Fl JeOle16.6 /)3
IR 5 RRPOR AR & BTN AETE TEAR OGP
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