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Cloning and sequence analysis of full length
of mulberry (Morus alba) actin gene

KONG Wei-Qing. YANG Jin-Hong
( Key Sericultural Laboratory of Shaanxi, Ankang University, Ankang 725000, China )

Abstract: As a standard reference model of gene expression and regulation, actins play important roles in plants. In
this study,the full length 1 612 bp of actin gene from mulberry was cloned by means of chromosome walking. Its
CDS was 1 312 bp in length, encoding 377 amino acid residues. Homology analysis of the deduced amino acids showed
above 90% identity with the actins from rice and grape,et al/. The number and site of introns was conservative with
rice and grape,too. Cluster analysis of actins from 24 species indicated that these genes were divided into two sub-
groups of Class I and Class |I.
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Fig. 4 Gene and deduced amino acid sequence of mulberry actin
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Ttalic nucleotides of T, 1l yand [l indicate the introns; bold-faced nucleotides are the primer sequences.
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Fig.5 Number and location map of actin gene from mulberry,rice,grape,and poplar
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Fig. 6 Clustering analysis of actin from different species
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