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Abstract: Low content of the sulfur amino acid especially methionine is responsible for the relatively poor nutritional
quality of legume protein. The methionine content in seeds of 119 subtropical plants in our country was determined by
acid hydrolysis method. The results showed that more than 93% plants had low methionine contents. However, the
methionine content of Hydrangea macrophylla . Ilex ficoidea ,Litsea cubeba var. formosana,Catalpa ovata » Sola—
num nigrum , Koelreuteria paniculata , Phytolacca acinosa and Rhus chinensis was found to exceed 10. 00 mg/g.and
that of Rhus chinensis was the highest, which reached 36. 89 mg/g. The species Rhus chinensis could serve as a new
methionine-rich protein gene resource.
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Table 1 Determination of met content in seeds of 119 plants
Plant species Met Plant species Met Plant species Met
content content content
Ebenaceae Staphyleaceae Caprifoliaceae
1. Diospyros morrisiana 5.12 44, Tapiscia sinensis 6.22 85. Lonicera japonica 3.23
Theaceae 45. Euscaphis japonica 3.89 86. Viburnum setigerum —
2. Schima saperba 6.00 46. Turpinia arguta 4.99 87. V.ichangense —
3. Adinandra millettii 3. 40 Ulmaceae 88. V. fordiae 3.54
4. Camellia olei fera 3.54  47. Ulmus parvi folia 3.83  89. Sambucus chinensis 5.62
Fagaceae Rosaceae Aceraceae
5. Quercus acutissima 4.06 48. Photnia glabra 7.61 90. Acer wilsonii 6.27
6. Castanopsis sclerophylla 2.49  49. P. parvifolia 3.27  91. A. sinense 6.28
7. Cyclobalanopsis glauca - 50 P. prunifolia 2.73 Actinidia lanceolata
8. Lithocarpus skanianus - 51. Sorbus megalocarpa - 92. A. lanceolata 3.53
9. Fagus longipetiolata 2.02  52. Rosa laevigata — Solanaceae
Leguminosae 53. Rubus lambertianus — 93. Solanum japonense 6.39
10. Albizzia julibrissin 7.24 Cupressaceae 94. S. nigrum 18.29
11. Deamodium racemosum  6.20 54. Platycladus orientalis 2.26 Symolocaceae
Lythraceae Punicaceae 95. Symplocos confusa  2.58
12. Lagerstroemia indica 5.40 55, Punica granatum 4.85 Verbenaceae
Saxifragaceae Lauraceae 96. Callicarpa japonica 3.65
13. Hydrangea macrophylla  10.50 56. Litsea cubeba var. formosana 11.46 Liliaceae
14. Itea chinensis 3.66 57. L. cubeba 3.14  97. Polygonatum cyrtonema 4.49
Rubiaceae 58. Lindera glaucca — 98. P. sibiricum 2.22
15. Lasianthus chinensis 4.47 59, . L.aggregata 2.83  99. Smilax glabra 2.69
16. Gardenia jasminoides 9.20 60. Cinnamomum cam phora 4.59 Convolvulaceae
17. Randia cochinchinensis 2.30 61. C. subavenium 4.35 100. Cuscuta chinensis 3.71
18. Thicalysia dubia 7.48 62. C. burmannii 3.01 Chloranthaceae
19. Thysanospermum def fusum 3.42  63. Phoebe hunanensis — 101. Sarcandra glabra 3.26
20. Paederia scandens 7.42 Rutaceae Myrsinaceae
Platanaceae 64. Phellodendron amurense 2.28 102. Ardisia crenata 2.26
21. Plantanus aceri folia 2.04 Euphorbiaceae 103. A. bicolor 4. 84
Nyssaceae 65. Vernicia fordii 3.54  104. Maesa japonica 7.98
22. Cam ptotheca acuminate 8.60 66. Sapium sebi ferum 4.50 105. Ardisia brevicaulis -
Magnoliaceae 67. Sapium didcolor — Juglandaceae
23. Michelia skinneriana 4.38 68. Antidesma japonicum 4.35 106. Cyclocarya paliurus 4.96
24. M. crassipes 4.13  69. Glochidion puberum 2.68 Arecaceae (palmaceae)
25. M. maudiae 6.76 Taxodiaceae 107. Trachycarpus fortunei 2.98
26. M. chapensis 1.80 70. Cryptomeria fortunei — Cyperaceae
217. Kadsura longepedunculata 8. 61 71, Cunninghamia lanceolata 3.55 108. Scirpus triqueter 7.46
Oleaceae Araliaceae Amaryllidaceae
28. Ligustrum lucidum 4.28 72. Aralia chinensis — 109. Lycoris radiate 2.61
29. L. sinensis var. myrianthum 5.71  73. A. decaisneana 5.08 Theaceae
30. Chionanthus retusus 4.56 74, Schef flera minutistellata 3.61 110, Cleyera japonica 6.53
Aquifoliaceae Sapindaceae 111. Eurya japonica 4.20
31. Ilex ficoidea 11.46 75. Sapindus mukorossi — Scrophulariaceae
32. I. pubescens 4.60 76. Koelreuteria paniculata 20.51 112. Paulownia tomentosa 7.19
33. I. cham pionii 2.72 Lardizabalaceae 113. P. fortune 7.13
34. I. rotunda 2.64 77. Holboellia fargesii — Taxaceae
39. 1. serrata 2.09 Myrtaceae 114. Taxus mairei 3.67
Pinaceae 78. Syzygium cumini — Phytolaccaceae
36. Pinus massoniana 8.62 79. S. buxifolium 2.88 115 Phytolacca acinosa 23.89
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Plant species Met Plant species Met Plant species Met
content content content

37. P. taiwanensis — Berberidaceae 116. P.americana 5.89
38. P. thunbergii — 80. Mahonia bealei 6.58 Moraceae

Anacardiaceae Caesalpiniaceae 117. Ficus pandurate 4.73
39. Rhus chinensis 36.89 81. Gleditsia sinensia — Celastraceae
40. R. sylvestris 3.31 Pittosporaceae 118. Celastrus gemmaatus — —
41. Choerospondias axillaris  3.31  82. Pittosporum brevicalyx 4. 81 Rhamnaceae

Bignoniaceae 83. P. sahnianum — 119. Rhamnus vigata 2.90
42. Catalpa ovata 10. 34 Meliaceae

Styracaceae 84. Melia azedarach —

43. Pterostyrax corymbosa 2. 14

“ o »

Note: “—"presents infinitesimal content of Met.
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