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Abstract; Xyloglucan endotransglucosylase/hydrolase (XTH) is an important class of glycoside hydrolase that plays an

important role in promoting plant cell wall elongation and responding to stress. In order to study the expression of the
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XTH family genes in different inflorescence treatments, 29 LeXTH family members were identified with ‘ Feizixiao® litchi

as the experimental material, based on the pre-transcriptome database. The inflorescences of litchi were treated with

flower thinning and uniconazole treatment, respectively. Expressions of LeXTH gene family members in different

inflorescences were studied by real-time PCR ( RT-qPCR), and the response of LeXTH family genes to different

inflorescence treatments were analyzed. The results showed that the expressions of LeXTH family members were different

in the different flower developmental stages after control, flower thinning treatment and uniconazole treatment, and there

are differences in the expression levels of different genes. Among them, members of LeXTH subfamily I, LeXTH
subfamily IV ( LeXTH2, LeXTH3, LeXTH4, LeXTHS, LeXTH6, LeXTHT, LeXTH9, LeXTH10, LeXTH11, LeXTH12,
LeXTH13, LeXTH22 and LeXTH23) and LeXTH20 had higher expression levels, presumably it plays a key role in flower

development. LeXTH expression was up-regulated at the 14 d after flower thinning, and we speculated flower thinning

had a positive regulation effect on LeXTH. Uniconazole treatment inhibited the expression of LeXTH and negatively

regulated LeXTH.
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Primers used for RT-qPCR XTH gene family in litchi
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Reverse primer 5’ -3’

Table 1
B EmGH5-3
Gene Forword primer 5'-3"
LeXTH1 TTCTCGCAGGAACTGGACTT
LcXTH2 ACTGTGCCATCAACACTGGA
LcXTH3 CTTGGGTGAACACATTGGTG
LcXTH4 GGGACAAGCTTGAGTTGCAT
LcXTHS TGTGCCATCAACACTGGAAT
LcXTH6 TCGACGTATGGATGTGTTGG
LeXTHT CGTGGTTTGCTAGGAGGTGT
LcXTH8 TGCCATCCACTGAGAATCTG
LcXTH9 CTAGGAGGCCTTGCATTCTG
LcXTH10 AACAAGAAGATGCCCCATTG
LeXTH11 CAAGCTCTTGGGAGAACCAG
LeXTH12 TGAATGCGACAAAGAATGGA
LeXTH13 AAGCTTTGTCGAGGGAGAGA
LcXTH14 CAAGAGGTGGGCTTGAGAAG
LcXTH15 TGATACGTCCCCCTTGAGTC
LcXTH16 TCTGCTCTCCTCACCACCTT
LeXTHLT GGAAAAGGTGACAGGGAACA
LcXTH18 GGATCGAACCAAAGTCGGTA
LeXTH19 CAGCCAAACCGAGATGAAAT
LeXTH20 GGTGCGTAGGTCCAGTTGAT
LcXTH21 GAAGCCAAAACAGGATGGAA
LcXTH22 TCCAGGGACAAGCTTGAGTT
LcXTH23 GAACCAGAGGCTTTGTCGAG
LcXTH24 TGTGACAGGTGCCATTGTTT
LcXTH25 GGTTTCCAATCCAAGAACGA
LcXTH26 GCTGAACCACCCAAATCTGT
LcXTH27 ACCAGGTTGAAGCTTGATGG
LcXTH28 CCAAGGAAGCCTGTTGATGT
LcXTH29 ATGATACGTTGGGGATTCCA
LcActin GTGGTTCTACTATGTTCCCTG

ACTAACCAACGGGACGACAG
CAGAATGCAAGGCCTCCTAA
GACAAAACCTCTGGCTCTGG
GATCCTTTCTGATGGCTGCT
GGCTAAAATGGGTGCAGAAC
ATAGGCTCAAATGGGTGCAG
CAATGGGGCATCTTCTTGTT
GGAAAGGGCAACAGAGAACA
CAAAGGGGCATCATCTTGTT
TCCCATTCCCAAAGAATCAG
AGTCCCATTCCCAAAGAACC
AATGGGCGCAGAACAACTAT
GTTCATGGCTTCCTCTGCTT
GGCATAGTTGGGTTTCTGGA
GTTTGGAGTCCCAAGCACAT
TGGCAAAGACAAGAGCATTG
ATCGGTTGGGACATTGGATA

CCCTTGTCTGCATGGTTTCT
GAGCGAAGGCATTACCTCTG
TCCCATATCGTGGCATACAA
TTTTGTCTGCTTGGCTCCTT
CAAACCATTCATGGCTTCCT
CTCCAGGGTCCACCTCACTA
TGGGATCGAACCAGAGGTAG
AGCTCAGCCAACGTCATCTT
CAATGCTTATTGGCCACCTT
CCCCACCAACCATCTTTATG
ACTCTGCTGGCACCGTTACT
CTCGTCGTACTCATCCTTTG
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