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Population biology and genetic diversity
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Abstract: An analysis of population biology and genetic diversity of Macaranga sampsonii was taken in DHS-20-hm?
permanent plots, which locates on the Dinghushan natural reserve. By use of point pattern analysis and DBH-class
structure analysis, it was concluded that M, sampsonii was a light-dependent egy, whose population age structure was
approximately pyramid-like. The population habitat was restricted in the canopy gaps because of sunlight deficiency
stress. Thirteen microsatellite loci were isolated by methods of magnetic beads enrichment, in which only two loci
(15. 4 %) were polymorphic. The polymorphic information content of these loci ranged from 0 to 0. 3734, The average
expected heterozygosity of M. sampsonii was 0. 0756, which was obviously lower than other Macaranga species.
These results indicated that M. sampsonii was in a narrow environment adaptation range and a low population genetic
diversity. We should take measures to evaluate and protect its germplasm resource.
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1 HREHEHR

HROAMLTFT FEEKT AP LEXERR
X (112°30'39"~112°33'41" E, 23°09'21" ~23°11'
30" N) LRI R BT B9 IR A7 7 B T S S T PR
—Z R E SRR, BA A E IR L
B, RPRBEEHHENER ARMEHETER,
BRAYSHHRZGEF L BRARA, UREWRN
ERBXZ—(EH3EH,1982), 2005 FHERPX
FLBE,BYT — A B K 400 m, 4L K 500
m, B K 20 hm® WK A HEREHL. ## 8 R 230~
470 m, 3 B 30°~50°, K€ BCl KR (E€OE
BRPHES) BREARME, FERAEY S HE
W ) 4% 14 8 — VB 2 O ik B AR 23 0K 20 hm® K
BRI 43 R 500 A 20 mX 20 m B BETT , HE T HO 4 A
fi K RBIEAKAIRIZ, EHAD 20 mX20 m g+
FHAEERAS 4N 10 mXI0mM16 A5 m
X5 mB/PEF, UKEROTERAILITERA,
I HEF) 20 mX 20 m B HTT.FE ., A5 mX5
m /MNEEF R EA BT, RS EE BN R
DBH(Diameter at breast height) >1 cm fHE %4
HIFIEFHHER MR LEHERRAEER,
B LR BOHE E (M T R 5%, 2008)
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2.1 3K BELH

GETHRE M A T 5 T AL AR A i = 2 S R AR A
EESHHEE., RARZREGCEEZMM SHK
4y ¥, # A Diggle REGTEMBENRERE,
EMMEESERE LM HERGEETE,2004),
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K= 5 3 21,6 KG#)
n* i==1
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ry RS GBI M ZEEE, ¥, <78,
Lr)=1;%r;>r &, L(r;)=0, W, HU& K
By BERHARAKETRA FHLE., #—
$ B LORE K :L(N=/K(r)/x—1, FEHH
BT .LNERBEREr THETF0;E L(H>0,
WA VAR FBAERE r TAREM N :E LD
0, BS54,

2.2 ERERDH .

B TFHRFRETR-HHERRSEENFE
B R R 80 H LA — B (Frost & Rydin, 2000), & {1
R F 75 18] A A 18] B4 5 o X 20 5 0 O A b B 45 A B
BERRNINHN TR I%,1. 0 em<DBH<4.0
cm; %% ,4. 0 em<KDBH<C7. 0 em; M4, 7. 0 em<<DBH
<10.0 com; IV %%, 10. 0 em<XDBH<13. 0 em; V%,
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cm; 1%k DBH>21.0 em, 2% 2REWHA .,

2.3 B mmEE SHERR

2.3.1 % ¥ ai DNA #5325 CTAB 521U
g n+ B DNA (Doyle %,1987),0. 1 X TE % &,
L 520 B AR b o A el SR R Y

2.3.2 D 2B P E(SSR)L 1-6bp 55
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2007), Bk S HEER FFI M 5 B, Al A primer
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64 ‘CE M 305,72 CHEMH 30 5,35 MERXK  BJF 72
CHfH 10 min, FYH 6N EHRNABBEERS
AW,
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(Botstein %,1980), HEARMT HBLEE.
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Fig.1 Point pattern analysis of
M. sampsonii distribution
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Fig.2 Distribution of M. sampsonii
idividuals in two-dimensions
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Fig.3 The DBH-class structure of
M. sampsonii population
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MEEER., SEERRALHOROHBLHH
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& # (Mallotus paniculatus) W (FRA%,
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Fig. 4 Anmplified results of M., sampsonii population at DHXTO06 locus and DHXT25 locus
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Table 1 Characterization of microsatellite primers of M. sampsonii.

R:caaatigaggctcccaaatg

YR BKIRBE EyRAD R EK Z5ERER  GenBank
2304 Primer 2O Annealing Product Number Polymorphic TS
Locus sequence Motifs  temperature size of al‘i!;?ese( A) information GenBank

(5'-3") C) (bp) content(PIC) Accession No.

DHXT04 F.acaacttgggcaaatggt (G2 62 130 1 0. 0000 EU635469
R:ccaaagctatcaaccct

DHXTO06 F.gagacttttagtgggaca (G 54 220~232 2 0.3734 EU635470
R:gacttaccaaatggatga

DHXT09 F:cttccttctcaattcte (CA)2 56 175 1 0. 0000 EU635471
R.tgtggtgataatcttage

DHXT10 F.gaaatcactcttcttettecte (CA) 20 62 120 1 0. 0000 EU635472
R:ggacacctatggggcaat

DHXT12 F.gggtggttaaggtgaata (TG) 22 56 122 1 0. 0000 EU635473
R:caagaaatctcccaagga

DHXT17 F.tataagagggagtgager (GA) 22 62 145 1 0. 0000 EU635474
R:actaaggaggtiggtgtt

DHXTI18 F:agggagtgagggttagag (GT)g 62 136 1 0. 0000 EU635475
R:taaggaggttggigtice

DHXT21 F.:tttgatiggtggatgtgtgg (G2 64 214 1 0. 0000 EU635476
R:ttgaagctcceaatgettet

DHXT22 F:tgtgtgattggtggaaggtt (G 63 179 1 0. 0000 EU635477
R:agctecccaaaatetttget

DHXT23 F.agaagcatttgggagcttca (GTs 64 180 1 0. 0000 EU635478
R tttccagaacatcaaaccaca

DHXT24 F:cccagtggagagcaaacttc (CA)7 64 161 1 0. 0000 EU635479
R:tgaagtataaaatacactcacatcage

DHXT25 F.ggtggaatgactatigtggtga (G2 64 196~210 2 0. 3626 EU635480

. R:cactctcttettectteteaattte
DHXT29 F.ttttgattggtggrtgtgte (GD 1o 58 223 1 0. 0000 EU635481
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