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Abstract; Four fragments of rice(Oryza sativa) ROOT UV-B SENSITIVE 2. 1(OsRUS2. 1) ,0OsRUS2. 1(1-1317) ,
OsRUS2. 1(1-138) , OsRUS2. 1(139-879) , OsRUS2. 1(880-1317) , were amplified by PCR from cloned OsRUS2. 1
plasmid,and were ligated with pMD18-T-simple vector, then transformed to E. coli TOP10 competent cell. The posi-
tive clones were selected and sequenced. The confirmed fragments were subcloned to prey vector pGADT7. The four
constructed pGADT7 prey vectors were further confirmed by enzyme digestion and sequencing. The confirmed 4
types of pGADTY7 prey vectors were transformed to Y187 yeast competent cells. The self-activation and toxicity of
the plasmids to host yeast Y187 were detected by LLacZ and MELI1 activity assays and culturing in auxotroph medium
SD-Leu -DO. Results showed that the four constructed plasmids had no self-transcriptional activity and not toxicity to

yeast strain Y187,and they could be used in the following yeast two-hybrid experiments.
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