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Genetic diversity of Pinus crassicorticea and its
genetic relationship with two sympatric pine species
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(1. Key Lab of Forest Genetics and Biotechnology (Nanjing Forestry University) . Ministry of Education, Nanjing 210037,
China; 2. Guangxi Institute of Forestry Science, Nanning 530002, China; 3. Guangxi University, Nanning 530001, China )
Abstract: Pinus crassicorticea is a rare tree species has high economical value in northwestern Guangxi. As the habitat
has been seriously damaged, P. crassicorticea is now regarded as an endangered species. To preserve the germplasm of
this species,the genetic diversity of P. crassicorticea was quantified based on 7 SSR loci. The interspecies relationship be-
tween P. crassicorticea and two sympatric pine species, P. yunnanensis var. tenui folia and P. massoniana ,was further
analyzed. The results showed that the mean number of effective alleles (Ne) per locus was 1.653,the average observed
heterozygosity (Ho) was 0.577, the expected heterozygosity (He) was 0.374, Shannon’s information index (I) was
0.540 and mean Nei’s gene diversity (k) was 0.376,indicating that P. crassicorticea maintains high levels of genetic vari-
ation. The genetic identity (GD) was 0.0175 between P. crassicorticea and P. massoniana , while 0.0525 between P.
crassicorticea and P. yunnanensis var. tenui folia. The interspecies relationship coefficient was 0.094 within P. crassicor-
ticea and P. massoniana ;and 0.066 in P. crassicorticea and P. yunnanensis var. tenuifolia , respectively. Therefore, it

was reasonable that P. crassicorticea was genetically closer to P. massoniana than P. yunnanensis var. tenui foli. The
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strategy for the genetic resource conservation of P. crassicorticea was also discussed in this paper.
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